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Summary
Establishment of a well-functioning immune network in skin is crucial for
its barrier function. This begins in utero alongside the structural differentiation and maturation of skin, and continues to expand and diversify
across the human lifespan. The microenvironment of the developing
human skin supports immune cell differentiation and has an overall antiinflammatory profile. Immunologically inert and skewed immune populations found in developing human skin promote wound healing, and as
such may play a crucial role in the structural changes occurring during
skin development.
Keywords: haematopoiesis; immune homeostasis; regulation/suppression;
skin.

The developing human skin
The human skin undergoes significant structural changes
during development in utero into a structurally complex
organ in postnatal life and adulthood. The two major layers
of human skin, the epidermis and dermis, develop over different gestational stages.1–3 The epidermis starts as a monolayer, which gains a superficial layer called the periderm
within 4 weeks.2 The epidermis begins to stratify at the end
of the first trimester, and consists of definitive layers towards
the end of the second trimester.1–5 The dermis is initially
densely cellular, which decreases after 8 post-conception
weeks (PCW) following increased production of extracellular matrix components.1,4 The epidermis and dermis interact
throughout the development process, and this is most evident during skin appendage formation, which begins at the

start of the second trimester.3–5 While structural maturation
is complete by birth, skin continues to functionally mature
into adulthood.6 In tandem to the major structural changes
occurring during the development of skin, the immune
composition expands in number and diversity. Despite containing significantly fewer immune cells compared with
mature adult skin,7–10 the developing skin supports a diverse
range of immune populations (Fig. 1).
As haematopoiesis occurs sequentially in the yolk sac, fetal
liver and bone marrow, immune cells seeding skin could
arise from any of these three sites of developmental haematopoiesis. The postnatal persistence and functional relevance
of immune cells from yolk sac and fetal liver in humans
remains undefined. In addition, the precise role of immune
cells in what is currently presumed a sterile environment in
utero is unclear, but there is increasing support for the role

Abbreviations: APC, antigen-presenting cell; BMP7, bone morphogenic protein 7; CLA, cutaneous lymphocyte antigen; DC, dendritic cell; ILC, innate lymphoid cell; KLR, killer cell lectin receptor; LC, Langerhans cell; MEMP, megakaryocyte-erythrocytemast cell progenitor; NK, natural killer cell; PCW, post-conception week; RANK(L), receptor activator or nuclear factor-kappaB
(ligand); RUNX, Runt-related transcription factor 3; scRNAseq, single-cell RNA sequencing; TGF-b1, transforming growth factor
beta 1; Treg, regulatory T-cell
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Figure 1. Overview of the immune cells present in first- and second-trimester human skin. ?, unknown; DC, dendritic cell; ILC, innate lymphoid
cell; LC, Langerhans cell; MEMP, megakaryocyte-erythroid-mast cell progenitor; Mono-DC, monocyte-DC hybrid; Neut-myeloid progenitor, neutrophil-myeloid progenitor; NK, natural killer cell.

of immune cells in tissue generation and regeneration. Our
review highlights the immune cells in human skin and their
role in the development of skin as a barrier organ.

Antigen-presenting cells
Langerhans cells
Specific to stratified squamous epithelium, Langerhans
cells (LCs) are of particular interest when studying developing skin and its immune environment. The epidermis
undergoes significant structural changes throughout
development, during which LCs take up residence as
early as 6 PCW.11 In mice, skin LCs are of dual origin,
150

arising from yolk sac macrophages and fetal liver monocytes,12–16 and whether the same is true for LCs in
human skin remains unknown. LCs can also be found in
type II mucosal sites, such as the oral mucosa and
vagina; however, in mice these originate from bone marrow precursors.17,18 In skin, LCs are seeded during
embryogenesis, and in mice have been shown to contribute to the population of LCs residing in adult skin,12
while mucosal LCs are seeded after birth and are continuously replenished from circulating bone marrow-derived
precursors.12,17–20 However, during inflammation it has
been shown in mice that monocytes can differentiate
into skin LCs,21–23 and in humans after severe depletion
skin LCs can be reconstituted from donor
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haematopoietic stem cell-derived precursors following
bone marrow transplantation.24 Redundancy in LC establishment in skin through multiple origins, along with
alternate pathways for reconstitution after depletion, is
likely a reflection of their importance in skin. Furthermore, establishment during embryogenesis, rather than
postnatal seeding, suggests a functional role for LCs in
the developing skin.
LCs go through morphological and phenotypic changes
within skin; they grow larger, more dendritic, gain
expression of Langerin and CD1a, and form Birbeck
granules in a stepwise manner.7,11,25 LCs are uniformly
dendritic from 8 PCW,25 while surface expression and
Birbeck granule formation continue to develop into the
second trimester.7,11,25 Langerin expression is not detected
prior to 9 PCW, and precedes CD1a expression, which is
consistently seen from 11 PCW,7,11 although rare CD1a+
epidermal cells have been detected from as early as 8
PCW.25 Similarly, expression of receptor activator of
nuclear factor-kappaB (RANK) by LCs is acquired gradually, with weak expression detected towards the end of
the first trimester, and adult levels reached by mid-gestation.26 Birbeck granules develop during the second trimester, showing heterogeneity within the LC population
until about 16 PCW, from whence they resemble adult
LCs.25 Heterogeneity is also observed in expression of
HLA-DR, CD36 and CD1c,25,27 which may be due to differences in growth factors as the cells differentiate.
Differentiation of LCs occurs within skin and is supported by its microenvironment (for review, see Strobl
et al.28). The absence of langerin expression in fetal dermis7,8 suggests that LC differentiation is restricted to the
epidermis as opposed to migration of mature LCs into the
epidermis occurring. Transforming growth factor beta 1
(TGF-b1), bone morphogenic protein 7 (BMP7), RANK
ligand (RANKL) and IL-34 produced by keratinocytes have
been shown in mice to be important during LC growth
and differentiation.29–34 TGF-b1 and BMP7 can be used to
culture LC-like cells from human monocytes and CD34
progenitors in vitro,31,35 and RANKL supported their survival.34 TGF-b1 has also been linked to Runt-related transcription factor 3 (RUNX3) expression, which has been
shown in mouse and in vitro human culture systems to be
an important positive regulator of LC differentiation.36,37
TGF-b1 precursor protein and BMP7 can be detected from
6 PCW in human embryonic epidermis,7,31 and the active
form of TGF-b1 can be detected from 7 PCW.7 Despite
showing weaker staining, the pattern of TGF-b1 expression
in fetal skin resembles that seen in adults by the end of the
second trimester,7 which coincides with LCs in fetal skin
being phenotypically indistinguishable from those in adult
skin.7,25 Although phenotypic maturity of LCs is reached
at this stage, it remains uncertain how functionally mature
the human fetal LCs are, or which intrinsic and extrinsic
factors drive the maturation process in vivo.

Dermal dendritic cells and macrophages
Unlike the epidermis, during development the dermis
hosts multiple antigen-presenting cell (APC) subsets.
Mature adult skin contains the dendritic cell (DC) subsets
DC1 and DC2, as well as macrophages, all of which have
been identified in first-trimester human skin and closely
resemble their adult counterparts.38 Macrophages greatly
outnumber DCs in the first trimester, but reach adult
ratios mid-gestation,7,39 coinciding with bone marrow
development.40 Furthermore, plasmacytoid DCs, monocytes, monocyte-DCs (having both a monocyte and DC
gene signature) and a neutrophil-myeloid precursor have
also recently been identified in first-trimester human skin
using single-cell RNA sequencing (scRNAseq).41
Macrophages are the most abundant immune subset in
fetal skin,41 which may elicit a multitude of functions due
to their plasticity.42 As has been shown in mice, they may
be derived from progenitors originating in yolk sac, fetal
liver or bone marrow.13,16,43 Embryonic and fetal macrophages in the first- and second-trimester express MR
(CD206) and DC-SIGN (CD209),8,39 which is typically
attributed to an M2 phenotype.44 M2 macrophages are
anti-inflammatory and support migration and differentiation of fibroblasts and keratinocytes during wound healing,45,46 and in mice and zebrafish have been shown to
support vascularization.47 As such, macrophages in developing human skin may play a crucial role in supporting the
structural changes occurring during maturation of skin.
Unlike macrophages and LCs, very little is known about
dermal DCs in developing skin beyond their presence.
DC1 and DC2 have been identified in fetal skin prior to
bone marrow production,38,39,41 as such they may originate
from both fetal liver- and bone marrow-derived precursors. Major Histocompatibility Complex class II+ cells have
been observed in lymphatic vessels of second-trimester
skin,38 suggesting DCs may migrate as part of homeostatic
surveillance. Splenic DCs from matched samples have been
shown to induce T-cell proliferation, but similar functional
studies of fetal skin DCs have yet to be reported. Whether
fetal liver- and bone marrow-derived DCs found in fetal
skin behave in a similar fashion, and whether they functionally resemble dermal DCs in healthy adult skin will be
an interesting avenue to explore.

Lymphoid cells
T-cells
Healthy adult skin hosts multiple T-cell subsets and at proportions greater than those seen in circulation.48 The
establishment of this skin T-cell network begins in the second trimester,9,10,39 which coincides with the production
and egress of mature T-cells from the thymus into the circulation.49–51 Unlike adult skin, only ab T-cells have been
observed in fetal skin,39,52 despite cd T-cells being present

ª 2020 The Authors. Immunology published by John Wiley & Sons Ltd., Immunology, 160, 149–156

151

REVIEW SERIES: BARRIER IMMUNITY
R. A. Botting and M. Haniffa

in the circulation.53 Second trimester fetal skin contains 4–
7% the abundance of T-cells found in adult skin,10,39,48
and with cd T-cells representing 1–10% of the total T-cells
found in adult skin,48 the frequency may be too low for
confident detection by flow cytometry or immunofluorescence. Other high-resolution techniques, such as scRNAseq, may reveal the presence of these cells.
Fetal skin contains both CD4+ and CD8+ T-cells, of
which na€ıve CD4+ T-cells are the most abundant and
increase in frequency across development.10 In contrast to
T-cells in adult skin, which are predominantly memoryeffector/cutaneous lymphocyte antigen (CLA)+ T-cells,48
fetal skin contains very few memory-effector/CLA+ Tcells, even into the third trimester.10 This may in part be
due to lower levels of T-cell skin-homing cytokine
CCL2754 in fetal skin compared with adult.8,39,55 CCL27
is predominantly expressed by differentiated keratinocytes
toward the end of the second trimester, with little to no
staining in the first trimester.55 As such, it has been suggested that seeding of na€ıve T-cells in fetal skin occurs
independently of CCL27.39 The structural and functional
immaturity of the epidermis at the ages investigated may
also explain why epidermal T-cells have not yet been
identified in fetal skin.8,10,39
Regulatory T-cells (Tregs) constitute 10 20% of the
total T-cell pool in fetal skin, which is comparable to
proportions observed in healthy adult skin.9,39 Tregs in
adult skin are preferentially localized to hair follicles,9
which in fetal skin do not develop until mid-gestation3
and may explain the irregular localization of T-cells in
fetal skin.10 T-cells from fetal mesenteric lymph nodes
have been reported to be highly responsive to stimuli
and, without active suppression from fetal Tregs, proliferate extensively.56 It would be interesting to determine
whether T-cells in fetal skin behave in a similar manner,
what role they play, and whether the Tregs play an active
role in suppressing these and other immune cells in skin.

factors from the external environment, therefore the NK
cells in fetal skin may share a similar profile to those in
fetal lung. In contrast to first-trimester skin NK cells, the
gene signature of the other ILCs is more similar to that
of an undifferentiated ILC.41 Cells with a gene signature
consistent with ILC2s were detected in second-trimester
skin by scRNAseq (Botting et al., unpublished), which
may have differentiated from the ILC precursor found in
first-trimester skin. Therefore, this ILC precursor may
also give rise to the ILC1, 2 and 3 subsets that have been
described in healthy adult skin.58
As well as ILC precursors, lymphocyte precursors were
also identified in first-trimester skin by scRNAseq, where
they were found to be more abundant in embryonic than
fetal skin.41 Developing skin may therefore foster an environment for immune cell differentiation and maturation,
much like lymphoid tissues.

B-cells
B-cells have not been observed in fetal skin by flow
cytometry7 or immunofluorescence8 using CD19 and
CD20 as markers. However, using scRNAseq, B-cells and
their precursors have been detected in skin as young as 8
PCW.41 Detection of cells in various stages of B-cell differentiation in first-trimester skin indicates that B-cell
precursors are released from the liver into circulation
where they can then seed tissue. It is yet to be determined
whether the precursors differentiate within skin after
seeding, or if specific stages are seeded, but the presence
of B-cell precursors without differentiated B-cells in
matched kidneys41 supports the former. Furthermore, it
suggests the B-cells were not merely present within the
vasculature. Plasma cells, but not B-cells, are present in
steady-state adult skin,8,59,60 so it is possible that B-cells
and their precursors may play a specific role during the
development of fetal skin, or they may non-specifically
seed tissues, but this remains unknown.

Innate lymphoid cells
While T-cells were only detected in fetal skin after thymic
production, natural killer (NK) cells and innate lymphoid
cell (ILC) precursors have been identified in skin as early
as 8 PCW.41 Despite being the most abundant immune
cell types isolated from fetal skin after macrophages,41
these are otherwise poorly described. These NK cells
expressed genes for perforin, killer cell lectin receptors
(KLRs), interferon-c and multiple granzymes,41 showing
resemblance to functionally mature NK cells. Ivarsson
et al. phenotypically and functionally compared NK cells
across fetal lung, spleen, liver, bone marrow and mesenteric lymph nodes, finding the NK cells in lung were
more differentiated than the other sites.57 Similar to fetal
skin, lungs are exposed to amniotic fluid, and after birth
will be exposed to an array of potentially immunogenic
152

Mast cells, erythrocytes and megakaryocytes
Mast cells have been detected in fetal skin as early as 8
PCW,41 and continue to mature and expand throughout
the second trimester.8,39 This may be supported by the
relatively high levels of stem cell factor, a molecule that
induces mast cell chemotaxis and supports their differentiation,61 produced by embryonic skin compared with
adult skin.7 Similar to mast cells in adult skin, they are
commonly located near blood vessels and appendages,39
but at a significantly lower frequency.8,39 Mast cells in
first- and second-trimester fetal skin contain immature
granules,39,62 which is reflected in the delayed detection
of positive tryptase or toluidine blue staining in the second trimester,8,39 despite tryptase transcripts being
detected from 8 PCW41 and the presence of a distinct
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population of CD117+ mast cells being detected from 10
to 12 PCW.39 Mature chymase+ mast cells are not present
until the end of the second trimester, and even then they
are scarce in comparison to adult skin in which approximately 50% of mast cells are chymase+.39
As well as mast cells, there have also been megakaryocytes, erythroid cells and their common precursors have
also been identified in first-trimester skin.41 Furthermore,
the erythroid cells detected were in various stages of
development.41 This and the presence of their common
precursor suggest that not only do mast cells differentiate
in developing human skin, but physiological erythropoiesis may also be occurring.

Role of immune cells during skin development
Establishment of what will become a diverse and extensive immune system in mature adult skin begins in the
embryo, and continues to develop and expand in utero.
Mature adult skin is constantly exposed to the external
environment, which is reflected in the multitude of resident or circulating immune cells that provide continuous
surveillance against potential threats.60 Conversely, prenatal skin develops in what is presumed to be a sterile
environment.63,64 As such, a surveillance role may be less
essential, which is reflected by the reduced frequency of
immune cells in developing skin compared with adult
skin.7–10,39,53 Despite containing relatively few immune
cells, the immune component of developing skin is able
to respond to stimuli. APCs in developing skin are able
to efficiently take up antigens, upregulate co-stimulatory
molecules, stimulate T-cell proliferation and migrate out
of skin.7,38 This suggests that an appropriate immune
response could be mounted if challenged.
A key consideration that has not been fully explored is
the role of immune cells in shaping the development of
cutaneous microanatomical structures, including appendages such as hair follicles. The role of macrophages in
tissue remodelling,65,66 Tregs in hair follicle regeneration
and maintenance,67 and interaction between immune cells
and epidermal stem cells68–70 have been reported in postnatal murine life. The contribution of immune cells to
skin generation during development will be an interesting
avenue for future studies.
The presence of relatively fewer adaptive immune cells
in developing versus mature adult skin in part reflects the
timeline of haematopoiesis during development. Seeding
of T-cells and expansion of DC populations coincide with
thymic and bone marrow development, respectively.40,49–51
Prior to their contribution, expansion of the immune
compartment in developing skin is compensated by high
numbers of proliferating cells.7 The proportion of proliferating immune cells in embryonic skin is more than four
times that of fetal skin, which in turn contains more than
four times the number of proliferating immune cells than

those found in mature adult skin.7 As such, the immune
compartment in skin continues to expand both in number
and diversity throughout development, although the longevity of these cells remains unclear. In mice, it has been
shown that fetal LCs persist into adulthood,12 but whether
the same occurs in humans and in the multitude of other
immune cell types present in both fetal and adult skin is
unknown. If immune cells seeded in fetal skin persist into
adulthood, it is of interest to determine whether the function of any of these long-lived populations evolved to
reflect the needs of adult skin.
The developing skin not only contains relatively fewer
immune cells than mature adult skin,7–10,39,53 but the cellular and chemical environment is skewed toward keeping
the immune cells in an immunosuppressed or immunologically inert state as well (Fig. 2). Developing skin produces lower levels of pro-inflammatory cytokines,7,71,72
and 18-to 50-fold higher levels of immunosuppressive
cytokines than healthy adult skin.7 Other immune cells
contribute to this, as seen in the skew toward anti-inflammatory M2 macrophages,7,8,44 and potently immunosuppressive Tregs.56 Fetal lung NK cells are hypo-responsive
and express multiple inhibitory receptors,57 and fetal splenic DCs, which are transcriptionally similar to fetal skin
DCs, are immunosuppressive in an arginase-2 dependent
manner,38 suggesting NK cells and DCs in developing
skin may also contribute to the immunosuppressive environment. Contribution of multiple cell types, both
immune and non-immune, to maintaining an immunosuppressive environment indicates these interactions are
crucial for normal development of skin.
Despite keeping immune cells immunosuppressed/immunologically inert, developing skin fosters immune cell
differentiation. LCs differentiate and mature within the
epidermis,3,7,11,25 which is supported by TGF-b1 production by the periderm and keratinocytes.7 The presence of
megakaryocyte-erythrocyte-mast
cell
progenitors
(MEMPs), lymphocyte precursors, B-cell progenitors, ILC
precursors and their progeny41 indicates differentiation of
these lineages may be supported within developing dermis. This is also seen in the myeloid compartment, with
the detection of myeloid precursors, monocytes and
monocyte-DC intermediates in first-trimester skin.41 Fostering immune cell differentiation may be one method to
aid expansion of the immune compartment of developing
skin. Furthermore, tissue-specific signatures have been
reported for multiple immune cell types,41,42,73,74 and differentiation within the tissue, as seen in skin, may contribute to the development of these signatures.
Skin goes through significant structural changes during
development, which may contribute to the frequency and
function of its immune compartment. Anatomically, there
is no difference in the vasculature of second-trimester fetal
skin versus mature adult skin.8,75 While this suggests that
access to skin is not a limiting factor in seeding the
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Figure 2. Summary of the role immune cells play during development of human skin. ↓, decreased; ↑, increased; DC, dendritic cell; IGF1, insulin
growth factor 1; ILC, innate lymphoid cell; KC, keratinocyte; KIR, killer cell immunoglobulin-like receptor; NK, natural killer cell.

immune network in second-trimester fetal skin, it cannot
be excluded that endothelial cells in fetal versus adult skin
differ functionally, potentially influencing immune infiltration. Mature skin is rich with hair follicles and glands,76,77
which only start to develop toward the end of the second
trimester.3 The unique cells within these environments may
provide crucial factors needed to maintain the immune
cells that inhabit them, such as LCs in the epidermis78 and
Tregs in hair follicles.9 Therefore, the establishment and
development of some immune cells may be inhibited by
the absence of their microanatomical niche.
The structure and properties of skin and the influence
on immune development goes both ways. This is
154

particularly evident when looking at wound healing.
Developing human skin has the ability to heal without
scarring, a feature that is restricted to the first and second
trimesters.79–81 A key factor of scarless healing is reduced
immune infiltrate,6,8,81,82 therefore the immunosuppressive/
immune inert environment and fewer immune cells in
developing skin may contribute to this.8,79–81 In mice,
reduced scarring is observed in wounds containing fewer
and immature mast cells, and is attributed to decreased
degranulation.83 A similar mechanism may be operational
in developing human skin, in which the mast cells contain
immature granules.39,62 Other immune cells linked to
wound healing are T-cells, ILCs and macrophages. In
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response to wounding, epidermal T-cells have been shown
to produce insulin-like growth factor 1,84 which enhances
would healing through regulation of keratinocytes,85 and
ILC recruitment to cutaneous wounds in mice has been
shown to promote wound healing, although the mechanism
is unclear.86,87 Macrophages in developing skin are skewed
toward an M2 anti-inflammatory phenotype, which is more
supportive of wound healing,46 in contrast to M1 macrophages, which inhibit wound healing.88,89 As such, these
may also be contributing to scarless wound healing in
developing skin. Appendage formation involves dynamic
changes to the epidermis and dermis,3–5,90 and perhaps
immune cells involved in wound healing also aid the structural changes occurring during human skin development.

Summary
Encased in a normally sterile environment, developing
human skin begins to establish its immune system. In
many of the immune cell populations identified, signs of
differentiation within skin are also observed, indicating
that the developing human skin is an environment that
supports differentiation, similar to haematopoietic tissues.
There is a diverse range of immune cells present in the
developing human skin, many of which are immunologically inert or geared toward immunosuppression, wound
healing, and potentially modelling the skin microarchitecture and appendage development. Better understanding of
how the immune cells in developing skin function and
interact, and how this contributes to tissue generation,
superior wound healing and immunoregulation could
lead to breakthroughs in inflammatory skin diseases, such
as dermatitis, and regenerative medicine.

Funding
M.H. and R.B. are funded by Wellcome (WT107931/Z/
15/Z), The Lister Institute for Preventative Medicine and
Newcastle-Biomedical Research Centre.

Disclosures
None to declare.

References
1 Coolen NA, Schouten KCWM, Middelkoop E, Ulrich MMW. Comparison between
human fetal and adult skin. Arch Dermatol Res 2010; 302:47–55.
2 Holbrook KA, Odland GF. The fine structure of developing human epidermis: light,
scanning, and transmission electron microscopy of the periderm. J Invest Dermatol
1975; 65:16–38.
3 Ersch J, Stallmach T. Assessing gestational age from histology of fetal skin: an autopsy
study of 379 fetuses. Obstet Gynecol 1999; 94(Part 1):753–7.
4 Carlson BM. Human Embryology and Developmental Biology, 5th edn. Philadelphia,
PA: Elsevier Saunders, 2014.
5 Sadler TW. Langman’s Medical Embryology, 13th edn. Philadelphia, PA: Wolters
Kluwer Health, 2015.

6 Leung A, Crombleholme TM, Keswani SG. Fetal wound healing: implications for minimal scar formation. Curr Opin Pediatr 2012; 24:371–8.
7 Schuster C, Vaculik C, Fiala C, Meindl S, Brandt O, Imhof M et al. HLA-DR+ leukocytes acquire CD1 antigens in embryonic and fetal human skin and contain functional
antigen-presenting cells. J Exp Med 2009; 206:169.
8 Walraven M, Talhout W, Beelen RHJ, van Egmond M, Ulrich MMW. Healthy human
second-trimester fetal skin is deficient in leukocytes and associated homing chemokines. Wound Repair Regen 2016; 24:533–41.
9 Sanchez Rodriguez R, Pauli ML, Neuhaus IM, Yu SS, Arron ST, Harris HW et al.
Memory regulatory T cells reside in human skin. J Clin Invest 2014; 124:1027–36.
10 Di Nuzzo S, Pavanello P, Masotti A, Giordano G, De Panfilis G. Densities, distribution
and phenotypic expression of T cells in human fetal skin. Arch Dermatol Res 2009;
301:753–5.
11 Foster CA, Holbrook KA, Farr AG. Ontogeny of Langerhans cells in human embryonic
and fetal skin: expression of HLA-DR and OKT-6 determinants. J Invest Dermatol 1986;
86:240–3.
12 Hoeffel G, Wang Y, Greter M, See P, Teo P, Malleret B et al. Adult Langerhans cells
derive predominantly from embryonic fetal liver monocytes with a minor contribution
of yolk sac–derived macrophages. J Exp Med 2012; 209:1167.
13 Gomez Perdiguero E, Klapproth K, Schulz C, Busch K, Azzoni E, Crozet L et al. Tissue-resident macrophages originate from yolk-sac-derived erythro-myeloid progenitors.
Nature 2014; 518:547.
14 Hoeffel G, Chen J, Lavin Y, Low D, Almeida FF, See P et al. C-Myb+ Erythro-myeloid
progenitor-derived fetal monocytes give rise to adult tissue-resident macrophages.
Immunity 2015; 42:665–78.
15 Sheng J, Ruedl C, Karjalainen K. Most tissue-resident macrophages except microglia are
derived from fetal hematopoietic stem cells. Immunity 2015; 43:382–93.
16 Hoeffel G, Ginhoux F. Fetal monocytes and the origins of tissue-resident macrophages.
Cell Immunol 2018; 330:5–15.
17 Capucha T, Mizraji G, Segev H, Blecher-Gonen R, Winter D, Khalaileh A et al. Distinct
murine mucosal langerhans cell subsets develop from pre-dendritic cells and monocytes. Immunity 2015; 43:369–81.
18 Hovav A-H. Mucosal and skin Langerhans cells – nurture calls. Trends Immunol 2018;
39:788–800.
19 Chorro L, Sarde A, Li M, Woollard KJ, Chambon P, Malissen B et al. Langerhans cell
(LC) proliferation mediates neonatal development, homeostasis, and inflammation-associated expansion of the epidermal LC network. J Exp Med 2009; 206:3089–100.
20 Iijima N, Linehan MM, Saeland S, Iwasaki A. Vaginal epithelial dendritic cells renew
from bone marrow precursors. Proc Natl Acad Sci 2007; 104:19 061.
21 Schulz C, Perdiguero EG, Chorro L, Szabo-Rogers H, Cagnard N, Kierdorf K et al. A
lineage of myeloid cells independent of Myb and hematopoietic stem cells. Science
2012; 336:86.
22 Ginhoux F, Tacke F, Angeli V, Bogunovic M, Loubeau M, Dai X-M et al. Langerhans
cells arise from monocytes in vivo. Nat Immunol 2006; 7:265–73.
23 Sere K, Baek J-H, Ober-Bl€
obaum J, M€
uller-Newen G, Tacke F, Yokota Y et al. Two distinct types of Langerhans cells populate the skin during steady state and inflammation.
Immunity 2012; 37:905–16.
24 Collin MP, Hart DNJ, Jackson GH, Cook G, Cavet J, Mackinnon S et al. The fate of
human Langerhans cells in hematopoietic stem cell transplantation. J Exp Med 2006;
203:27–33.
25 Fujita M, Furukawa F, Horiguchi Y, Ueda M, Kashihara-Sawami M, Imamura S. Regional development of Langerhans cells and formation of birbeck granules in human
embryonic and fetal skin. J Invest Dermatol 1991; 97:65–72.
26 Sch€
oppl A, Botta A, Prior M, Akg€
un J, Schuster C, Elbe-B€
urger A. Langerhans cell precursors acquire RANK/CD265 in prenatal human skin. Acta Histochem 2015; 117:425–
30.
27 Schuster C, Mildner M, Mairhofer M, Bauer W, Fiala C, Prior M et al. Human embryonic epidermis contains a diverse Langerhans cell precursor pool. Development 2014;
141:807.
28 Strobl H, Krump C, Borek I. Micro-environmental signals directing human epidermal
Langerhans cell differentiation. Sem Cell Dev Biol 2019; 86:36–43.
29 Worthington JJ, Fenton TM, Czajkowska BI, Klementowicz JE, Travis MA. Regulation
of TGFb in the immune system: an emerging role for integrins and dendritic cells.
Immunobiology 2012; 217:1259–65.
30 Kel JM, Girard-Madoux MJH, Reizis B, Clausen BE. TGF-b is required to maintain the
pool of immature Langerhans cells in the epidermis. J Immunol 2010; 185:3248.
31 Yasmin N, Bauer T, Modak M, Wagner K, Schuster C, K€
offel R et al. Identification of
bone morphogenetic protein 7 (BMP7) as an instructive factor for human epidermal
Langerhans cell differentiation. J Exp Med 2013; 210:2597–610.
32 Greter M, Lelios I, Pelczar P, Hoeffel G, Price J, Leboeuf M et al. Stroma-derived interleukin-34 controls the development and maintenance of Langerhans cells and the maintenance of microglia. Immunity 2012; 37:1050–60.

ª 2020 The Authors. Immunology published by John Wiley & Sons Ltd., Immunology, 160, 149–156

155

REVIEW SERIES: BARRIER IMMUNITY
R. A. Botting and M. Haniffa
33 Wang Y, Szretter KJ, Vermi W, Gilfillan S, Rossini C, Cella M et al. IL-34 is a tissue-restricted ligand of CSF1R required for the development of Langerhans cells and microglia. Nat Immunol 2012; 13:753–60.
34 Barbaroux J-BO, Beleut M, Brisken C, Mueller CG, Groves RW. Epidermal receptor
activator of NF-jB ligand controls Langerhans cells numbers and proliferation. J Immunol 2008; 181:1103.

60 Nestle FO, Di Meglio P, Qin J-Z, Nickoloff BJ. Skin immune sentinels in health and
disease. Nat Rev Immunol 2009; 9:679.
61 Da Silva CA, Reber L, Frossard N. Stem cell factor expression, mast cells and inflammation in asthma. Fundam Clin Pharmacol 2006; 20:21–39.
62 Omi T, Kawanami O, Honda M, Akamatsu H. Human fetal mast cells under development of the skin and airways. Allergy 1991; 40:1407–14.

35 Otsuka Y, Watanabe E, Shinya E, Okura S, Saeki H, Geijtenbeek TBH et al. Differentiation of Langerhans cells from monocytes and their specific function in inducing IL-22–
specific Th cells. J Immunol 2018; 201:3006.
36 Jurkin J, Krump C, K€
offel R, Fieber C, Schuster C, Brunner PM et al. Human skin dendritic cell fate is differentially regulated by the monocyte identity factor Kruppel-like
factor 4 during steady state and inflammation. J Allergy Clin Immunol 2017; 139:1873–

63 Lim ES, Rodriguez C, Holtz LR. Amniotic fluid from healthy term pregnancies does
not harbor a detectable microbial community. Microbiome 2018; 6:87.
64 de Goffau MC, Lager S, Sovio U, Gaccioli F, Cook E, Peacock SJ et al. Human placenta
has no microbiome but can contain potential pathogens. Nature 2019; 572:329–34.
65 Rodero MP, Khosrotehrani K. Skin wound healing modulation by macrophages. Int J
Clin Exp Pathol 2010; 3:643–53.

1884.e10.
37 Chopin M, Seillet C, Chevrier S, Wu L, Wang H, Morse HC III et al. Langerhans cells
are generated by two distinct PU.1-dependent transcriptional networks. J Exp Med
2013; 210:2967–80.
38 McGovern N, Shin A, Low G, Low D, Duan K, Yao LJ et al. Human fetal dendritic cells
promote prenatal T-cell immune suppression through arginase-2. Nature 2017; 546:662.
39 Schuster C, Vaculik C, Prior M, Fiala C, Mildner M, Eppel W et al. Phenotypic charac-

66 Lucas T, Waisman A, Ranjan R, Roes J, Krieg T, M€
uller W et al. Differential roles of
macrophages in diverse phases of skin repair. J Immunol 2010; 184:3964.
67 Ali N, Zirak B, Rodriguez RS, Pauli ML, Truong H-A, Lai K et al. Regulatory T cells in
skin facilitate epithelial stem cell differentiation. Cell 2017; 169:1119–29.e11.
68 Castellana D, Paus R, Perez-Moreno M. Macrophages contribute to the cyclic activation
of adult hair follicle stem cells. PLOS Biol 2014; 12:e1002002.
69 Naik S, Larsen SB, Cowley CJ, Fuchs E. Two to tango: dialog between immunity and

terization of leukocytes in prenatal human dermis. J Invest Dermatol 2012; 132:2581–
92.
40 Holt PG, Jones CA. The development of the immune system during pregnancy and
early life. Allergy 2001; 55:688–97.
41 Popescu D-M, Botting RA, Stephenson E, Green K, Webb S, Jardine L et al. Decoding
human fetal liver haematopoiesis. Nature 2019; 574:365–71.

stem cells in health and disease. Cell 2018; 175:908–20.
70 Naik S, Larsen SB, Gomez NC, Alaverdyan K, Sendoel A, Yuan S et al. Inflammatory
memory sensitizes skin epithelial stem cells to tissue damage. Nature 2017; 550:475–80.
71 Liechty KW, Adzick NS, Crombleholme TM. Diminished interleukin 6 (IL-6) production during scarless human fetal wound repair. Cytokine 2000; 12:671–6.
72 Liechty KW, Crombleholme TM, Cass DL, Martin B, Adzick NS. Diminished interleukin-

42 Varol C, Mildner A, Jung S. Macrophages: development and tissue specialization. Annu
Rev Immunol 2015; 33:643–75.
43 Ginhoux F, Guilliams M. Tissue-resident macrophage ontogeny and homeostasis.
Immunity 2016; 44:439–49.
44 Zhang Y-H, He M, Wang Y, Liao A-H. Modulators of the balance between M1 and M2
macrophages during pregnancy. Front Immunol 2017; 8:120.

8 (IL-8) production in the fetal wound healing response. J Surg Res 1998; 77:80–4.
73 Lysakova-Devine T, O’Farrelly C. Tissue-specific NK cell populations and their origin. J
Leukoc Biol 2014; 96:981–90.
74 Yudanin NA, Schmitz F, Flamar A-L, Thome JJC, Tait Wojno E, Moeller JB et al. Spatial and temporal mapping of human innate lymphoid cells reveals elements of tissue
specificity. Immunity 2019; 50:505–19.e4.

45 Mantovani A, Sica A, Sozzani S, Allavena P, Vecchi A, Locati M. The chemokine system in diverse forms of macrophage activation and polarization. Trends Immunol 2004;
25:677–86.
46 Krzyszczyk P, Schloss R, Palmer A, Berthiaume F. The role of macrophages in acute
and chronic wound healing and interventions to promote pro-wound healing phenotypes. Front Physiol 2018; 9:419.
47 Fantin A, Vieira JM, Gestri G, Denti L, Schwarz Q, Prykhozhij S et al. Tissue macro-

75 Schuster C, Mildner M, Botta A, Nemec L, Rogojanu R, Beer L et al. Development of
blood and lymphatic endothelial cells in embryonic and fetal human skin. Am J Pathol
2015; 185:2563–74.
76 Otberg N, Richter H, Schaefer H, Blume-Peytavi U, Sterry W, Lademann J. Variations
of hair follicle size and distribution in different body sites. J Invest Dermatol 2004;
122:14–9.
77 Kamberov YG, Karlsson EK, Kamberova GL, Lieberman DE, Sabeti PC, Morgan BA

phages act as cellular chaperones for vascular anastomosis downstream of VEGF-mediated endothelial tip cell induction. Blood 2010; 116:829.
48 Clark RA, Chong B, Mirchandani N, Brinster NK, Yamanaka K, Dowgiert RK et al.
The vast majority of CLA+ T cells are resident in normal skin. J Immunol 2006;
176:4431.
49 Haynes BF, Singer KH, Denning SM, Martin ME. Analysis of expression of CD2, CD3,

et al. A genetic basis of variation in eccrine sweat gland and hair follicle density. Proc
Natl Acad Sci 2015; 112:9932.
78 Deckers J, Hammad H, Hoste E. Langerhans cells: sensing the environment in health
and disease. Front Immunol 2018; 9:93.
79 Rowlatt U. Intrauterine wound healing in a 20 week human fetus. Virchows Arch A
1979; 381:353–61.

and T cell antigen receptor molecules during early human fetal thymic development. J
Immunol 1988; 141:3776.
50 Lobach DF, Haynes BF. Ontogeny of the human thymus during fetal development. J
Clin Immunol 1987; 7:81–97.
51 Lobach DF, Hensley LL, Ho W, Haynes BF. Human T cell antigen expression during
the early stages of fetal thymic maturation. J Immunol 1985; 135:1752.
52 Cruz MS, Diamond A, Russell A, Jameson JM. Human ab and cd T cells in skin

80 Lorenz HP, Lin RY, Longaker MT, Whitby DJ, Adzick NS. The fetal fibroblast: the
effector cell of scarless fetal skin repair. Plast Reconstr Surg 1995; 96:1251–9.
81 Larson BJ, Longaker MT, Lorenz HP. Scarless fetal wound healing: a basic science
review. Plast Reconstr Surg 2010; 126:1172–80
82 Moore AL, Marshall CD, Barnes LA, Murphy MP, Ransom RC, Longaker MT. Scarless
wound healing: transitioning from fetal research to regenerative healing. Wiley Interdiscip Rev Dev Biol 2018; 7:e309.

immunity and disease. Front Immunol 2018; 9:1304.
53 Zhao Y, Dai Z-P, Lv P, Gao X-M. Phenotypic and functional analysis of human T lymphocytes in early second- and third-trimester fetuses. Clin Exp Immunol 2002; 129:302–
8.
54 Morales J, Homey B, Vicari AP, Hudak S, Oldham E, Hedrick J et al. CTACK, a skinassociated chemokine that preferentially attracts skin-homing memory T cells. Proc Natl

83 Wulff BC, Parent AE, Meleski MA, DiPietro LA, Schrementi ME, Wilgus TA. Mast cells
contribute to scar formation during fetal wound healing. J Invest Dermatol 2012;
132:458–65.
84 Toulon A, Breton L, Taylor KR, Tenenhaus M, Bhavsar D, Lanigan C et al. A role for
human skin–resident T cells in wound healing. J Exp Med 2009; 206:743.
85 Haase I, Evans R, Pofahl R, Watt FM. Regulation of keratinocyte shape, migration and

Acad Sci 1999; 96:14 470.
55 Mildner M, Prior M, Gschwandtner M, Schuster C, Tschachler E, Elbe-B€
urger A. Epidermal CCL27 expression is regulated during skin development and keratinocyte differentiation. J Invest Dermatol 2014; 134:855–8.
56 Micha€elsson J, Mold JE, McCune JM, Nixon DF. Regulation of T cell responses in the
developing human fetus. J Immunol 2006; 176:5741.
57 Ivarsson MA, Loh L, Marquardt N, Kek€al€ainen E, Berglin L, Bj€
orkstr€
om NK et al. Dif-

wound epithelialization by IGF-1- and EGF-dependent signalling pathways. J Cell Sci
2003; 116:3227.
86 Rak GD, Osborne LC, Siracusa MC, Kim BS, Wang K, Bayat A et al. IL-33-dependent
group 2 innate lymphoid cells promote cutaneous wound healing. J Invest Dermatol
2016; 136:487–96.
87 Li Z, Hodgkinson T, Gothard EJ, Boroumand S, Lamb R, Cummins I et al. Epidermal
Notch1 recruits RORc+ group 3 innate lymphoid cells to orchestrate normal skin

ferentiation and functional regulation of human fetal NK cells. J Clin Invest 2013;
123:3889–901.
58 Villanova F, Flutter B, Tosi I, Grys K, Sreeneebus H, Perera GK et al. Characterization
of innate lymphoid cells in human skin and blood demonstrates increase of NKp44+
ILC3 in psoriasis. J Invest Dermatol 2014; 134:984–91.
59 Wilson RP, McGettigan SE, Dang VD, Kumar A, Cancro MP, Nikbakht N et al. IgM

repair. Nat Commun 2016; 7:11 394.
88 Sindrilaru A, Peters T, Wieschalka S, Baican C, Baican A, Peter H et al. An unrestrained proinflammatory M1 macrophage population induced by iron impairs wound
healing in humans and mice. J Clin Invest 2011; 121:985–97.
89 Willenborg S, Eming SA. Macrophages – sensors and effectors coordinating skin damage and repair. JDDG J Dtsch Dermatol Ges 2014; 12:214–21.

plasma cells reside in healthy skin and accumulate with chronic inflammation. J Invest
Dermatol 2019; 139:2477–87.

90 Wong R, Geyer S, Weninger W, Guimberteau J-C, Wong JK. The dynamic anatomy
and patterning of skin. Exp Dermatol 2016; 25:92–8.

156

ª 2020 The Authors. Immunology published by John Wiley & Sons Ltd., Immunology, 160, 149–156

